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122, 13-121, 13-120. 13-119,13-115, 13-117, 13-116, 13-115, 14-122, 14-121, 14-120, .14-119, 
14 1 1 S, 14-117. \4-\lt, 14-115. 15-122, 15 121, 13 -120, 15-1 19, 15-1 18, 15-1 17, 15-116, 15- 

115, 16-122, 16-121, 16-120, ^6-1 19, 16-11S, 16-117, 16-116, 16-115, 17-122, 17-121, 17-120, 
17-119, 17-118, 17-117, 17-11^ 17-115, 18-122, 18-121, 1 8-120, 18-119, 18-1 18, 18-1 17, 18- 

116, 18-115. 19-122. 19-121, 19rl20. 19-119. 19-118. 19-1 17, 19-1 16, 19-115, 20-122,20-121, 
20-120, 20-119, 20-118, 20-117, 20-116, 20-115,21-122,21-121,21-120,21-119,21-118,21- 

1 1 7, 21 -1 16, 21-115, 22-122, 22-12L 22-120, 22-1 19, 22-1 18, 22-1 17, 22-1 16, 22-115, 23-122, 

23- 121, 23-120, 23-1 19, 23-118, 23-117, 23-116, 23-1 15, 24-122, 24-121, 24-120, 24-1 19, 24- 

118, 24-1 17, 24-1 16, 24-115, 25-122, 25-121, 25-120, 25-119, 25-1 1 8, 25-1 17, 25-116, 25-115, 
26-122, 26-121, 26-120, 26-119, 26-118, 26-117, 26-116, 26-115, 27-122, 27-121, 27-120, 27- 

119, 27-1 18, 27-1 17, 27-1 16, 27-1 15, 28-122, 28-121, 28-120, 28-1 19, 28-1 18, 28-1 1 7, 28-1 16, 
2S-1 ] 5 , 2 9- 1 22, 29- 1 2 1 , 29- 1 20, 29- 1 1 9, 29- 1 1 8, 29-1 1 7, 29- 11 6, 29- 1 1 5 , 3 0- 1 22, 30- 1 2 1 , 30- 

120, 30-1 19, 30-1 IS, 30-117, 30-116, 30-1 15, 31-122, 31-121, 31-120, 31-1 19, 31-1 18, 31-117, 
31-116, 31-115, 32-122,32-121, 32-120, 32-119, 32-118, 32-117, 32-116, or 32-1 15 of SEQ ID 
NO: 16; 

or variants thereof, provided however, that when the truncated sTNFR polypeptide comprises the 
amino acid residues 15-122, 16-122, 17-122, 18-122, 19-122,20-122,21-122,22-122,23-122, 

24- 122, 25-122, 26-122, 27-122, 28-122, 29-122, 30-122, 31-122, or 32-122 of SEQ ID NO: 16, 
the polypeptide does not further comprise amino acid residues 123-179 of SEQ ID NO: 16, or a 
portion thereof. 



In the Claims: 

Please amend the claims as follows: 

1 . (Twice Amended) A truncated sTNFR polypeptide comprising amino acid residues 1 - 
110, 1-109, 1-108, 1-107, 1-106, 1-105, 1-104, 1-103,2-110, 2-109, 2-108, 2-107,2-106, 2-105, 
2-104, 2-103, 3-110, 3-109, 3-101, 3-107, 3-106, 3-105, 3-104, 3-103, 4-110, 4-109, 4-108, 4- 
107, 4-106, 4-105, 4-104, 4-103, $-110, 5-109, 5-108, 5-107, 5-106, 5-105, 5-104, 5-103, 6-1 10, 
6-109. 6-108. 6-107, 6-1 06. 6-105l 6-104, 6-103, 7-110, 7-109, 7-108, 7-10" 7 . 7-106, 7-105, 7- 
104.7-103. 8-110. 8-109, 8-108, 8V107, 8-106, 8-105, S-104. 8-; 03, 9-1 10. 9-109, 0-108, 9-107, 
9-106. fJ-1.,5, 9-104. 9-103, 10-110110-109. 10-108, 10-107, 10-Iu6, 10-105. 10-104. 10-103, 
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1 1-1 10, 1 1-1 09, 1 1 -1 OS, 11-107, 11-106, 11-105, 11-104, 1 1-103, .12-1 10, 12-109, 12-108, 12- 
107. 12-106, 12-105, i'2-W 12-103, 13-110. 3-109, 13-108. 13-107, 13-106, 13M05, 13-104, 
13-103, 14-110, 14-109, \4-lO8, 14-107, 14-106, 14-105, 14-104, 14-103, 15-110,15-109, 15- 
. - 108, 15-107, 15-106, 15-105, 15-104, 15-103, 16-110, 16-109, 16-108, 16-107, 16-106, 16-105, 
; ' • 16-104, 16-103, 17-110, 17-109, 17-108, 17-107, 17-106. 17-105. 17-104, 17-103. 18-110. 18- 
J- 109, 18-108, 18-107, 18-106, 18-105, 18-104, 18-103, 19-110, 19-109, 19-108, 19-107, 19-106, 

19-105, 19-104, or 19-103 of SEQ ID NO: 2; 
^ or variants and derivatives thereof; provided however, that when the truncated sTNFR 

• , polypeptide comprises amino acid residues 3-1 10, 4-110,5-110, 6-110, 7-110,8-110, 9-110, 10- 
" ■' 1 10, 11-1 10, 12-1 10, 13-1 10, 14-1 10, 15-1 10, 16-110, 17-110, 18-110, or 19-1 10 of SEQ ID 

NO: 2, the polypeptide does not further comprise amino acid residues 111-161 of SEQ ID NO: 2, 
or a portion thereof; 

and optionally further comprising an amino-terminal methionine. 

3. (Twice Amended) A truncated sTNFR polypeptide comprising amino acid residues 1- 
122, 1-121, 1-120, 1-119, 1-118, 1-117, 1-116, 1-115, 2-122, 2-121, 2-120, 2-1 19, 2-118. 2-117. 
- ^ 2-116, 2-115, 3-122, 3-121, 3-120. 3-119. 3-118, 3-117, 3-116, 3-115. 4-122, 4-121, 4-120, 4- 

119,4-118,4-117,4-116,4-115, 5-122, 5-121,5-120,5-119, 5-118,5-117,5-116, 5-116, 6-122, 
6-121, 6-120, 6-1 19, 6-118, 6-117, 6-116, 6-115, 7-122, 7-121, 7-120, 7-1 19, 7-118, 7-117, 7- 
116, 7-115, 8-122, 8-121, 8-120, 8-119, 8-118, 8-1 17, 8-116, 8-115, 9-122, 9-121, 9-120, 9-1 19, 
9-118, 9-117, 9-116,9-115, 10-122, 10-121, 10-120, 10-119, 10-118, 10-117, 10-116, 10-115, 
11-122, 11-121, 11-120. 11-119, 11-118, 11-117, 11-116, 11-115, 12-122, 12-121, 12-120, 12- 

119, 12-118, 12-117, 12-116, 12-115, 13-122, 13-121, 13-120, 13-119, 13-118, 13-117, 13-116, 
13-115, 14-122, 14-121, 14-120, 14-119, 14-118, 14-117, 14-116, 14-115, 15-122, 15-121, 15- 

120, 15-119, 15-118, 15-117, 15-116, 15-115, 16-122, 16-121, 16-120, 16-119, 16-118, 16-117, 
16-116, 16-115, 17-122, 17-121, 17-120. 17-119, 17-118, 17-117, 17-116, 17-115, 18-122. 18- 

121, 18-120, 18-119, 18-118, 18-117, 18-1 16, 18-1 15, 19-122, 19-121, 19-120, 19-119, 19-118, 
19-117, 19-116, 19-115,20-122,20-121,20-120,20-119,20-118, 20-1 17, 20-1 16, 20-1 15, 21- 

122, 21-121 , 21-120, 21-1 19, 21-1 18, 21 -i 17. 2\-\ \C. 21-1! 5. 22-122, 22-121 , 22-120. 22-1 19. 
22-1 IS, 22-i 17, 22-1 16. 22-115, 23-122, 23-121. 23\i20, 23-! 19. 23-1 IS. 23-1 17. 23-116, 23- 

1 !5, 22, 24-121. 24-120, 24-! 19. 24-T.S. 24-1 1 ?\ 24-1 16, 24-115. 25-122, 25-121, 25-120, 
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